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ABSTRACT 

Preventing and treating illnesses requires accurate and timely analysis of health-related problems, for this we developed a system called 
"Disease Prediction Model", which focuses on prediction of Diseases. Machine learning algorithms enable these predictions, to predict 
any disease can lead to a more accurate diagnosis than conventional methods. This Model systems give an output that indicates the disease 
that the individual might have. 
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1. INTRODUCTION  

A primary concern of humanity is healthcare. The WHO 
considers maintaining proper health to be a fundamental 
right. In order to maintain one's health, it is important to 
have access to appropriate health care services. So our 
model are for disease prediction by the use of this, They can 
assist medical practitioners in taking early decisions and 
improving health care. The classification is intended to help 
physicians. Many people are suffering from diseases, The 
use of computer technology and machine learning 
techniques is increasing in the development of medical aid 
software to assist in early disease diagnosis. 

Although many efforts have been made to predict diseases 
using machine learning algorithms, this is an additional 
effort. Algorithms like Decision Tree Classification, Random 
Forest Classifier and Support Vector Machine Method and 
K-Nearest Neighbour Method, As a result, these can give a 
remedy to the problem. 

2. LITERATURE REVIEW 

A lot of research has been conducted on predicting diseases 
using machine learning algorithms based on symptoms an 
individual displays.  

Shadab Adam Pattekari and Asma Parveen[5], An algorithm 
for predicting heart diseases was developed by them using 
the Decision Tree Algorithm, A comparison between a 
patient's data and a list of qualified values is performed. As 
a Consequent of this study, patients were able to know their 

heart related issues by providing some basic information.  

Nisha Banu and B. Gomathy [4], Using medical data mining 
techniques, they analysed different types of heart-related 
problems. A decision tree shows all possible decisions and 
their outcomes. The most effective result is achieved by 
devising a variety of rules. Study criteria included age, sex, 
smoking, being overweight, drinking alcohol, sugar, heart 
rate, and blood pressure.  

Monto et al. [1] created a statistical model that could predict 
whether or not a patient had influenza. The study included 
3744 adults without vaccinations and Influenza patients 
who had at least 2 other symptoms of influenza and fever. 
Out of 3744, Upon laboratory confirmation, 2470 had 
influenza. Based on this data, They reported a 79% accuracy 
rate for their model. 

M. Maniruzzaman [3] Based on ML algorithms, they 
classified diabetes disease. In order to identify diabetes risk 
factors, logistic regression was used. A 90.62% accuracy was 
achieved by this Machine Learning based system. 

Karayilan et al.[2], By using artificial neural networks in a 
backpropagation algorithm, they proposed a system for 
predicting heart diseases. Inputs for the neural network 
were 13 clinical features and then, With the backpropagation 
algorithm, neural networks were trained to predict absence 
or presence of heart diseases. It has an accuracy rate of 95% 
for predicting these diseases.  
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3. PROPOSED METHODOLOGY 

During execution of evaluation here follows some steps like 
load data, split data and apply model on it etc for that here  
1) Dataset: dataset has 18 columns or features out of which 
1 is disease and 17 columns represents the symptoms which 
are 132 in numbers which are shown in figure 2. 

On the basis of these symptoms, a total 42 types of diseases 
can be predicted which are shown in figure 3. 

 

Figure 1 Data set description 

 

Figure2 number of features 

 

Figure 3: Description of diseases 

2) Training Data: The training dataset contributes to the 
accuracy of predictions and performance of the machine 
learning model. 

3) Testing Data: Testing Datasets are used to evaluate the 
final model objectively.  

 

Figure 4: Flow chart of model 

In this model, start from splitting the training and testing 
dataset into input (consisting of symptoms) and the output 
(as the diseases based on the input factors), After that our 
next step is to build our model using training data, following 
the algorithm test the testing dataset and predict the values, 
resulting in the accuracy of different ML algorithms we use: 

1. Logistic Regression  

Logistic regression refers to a statistical analysis method that 
predicts a binary outcome based on prior observations. 
Using logistic regression models, one or more independent 
variables are analysed to predict a dependent variable  

The underlying technique of Logistic Regression is nearly 
the same as Linear Regression. In this type of classification, 
the Logit function is used.  

2. Decision Tree  

There are several different types of supervised learning 
algorithms, but the decision tree algorithm is one of them. 
To make predictions, the decision tree uses a tree diagram at 
the top. A root node is contained in this feature, which is 
then split into dominant input features. As long as all input 
is placed and the node is up and running, this process will 
continue. In the final node, weights are used to classify 
inputs. 

3. Random Forest Classifier  

Random forest classifiers rely on decision trees as their 
building blocks. In the decision tree, each node represents 
one measure connected to one characteristic. We compared 
the results with those obtained from a decision tree. 

4. K-Nearest Neighbor classifier  

The K-nearest neighbors (KNN) algorithm is a type of 
supervised machine learning algorithm. The distance 
between a new data point and all other training data points 
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was calculated. The distance can be of Euclidean or 
Manhattan type. After this, it selects the K nearest data 
points, K is an integer that can be any value. Lastly, it assigns 
the data point to the class to which the majority of K data 
points. In scikit-learn, each neighbour can either be given 
uniform weight or can be given weights proportional to the 
inverse of the distance from the query point or a user 
defined weight.  

5. Support Vector Classifier  

In machine learning, support vector machines can be used 
to solve problems related to classification and regression. 
The majority of its applications, however, are for resolving 
classification issues. Data distribution and inter-
dependencies are not considered in SVM when solving 
classification problems. It is difficult to identify underlying 
biological relationships among risk factors due to a limited 
sample size. 

We stored all the predicted value into a table and here the 
linearity of graph shows the accuracy of algorithm. 

 

Figure 5. predicted data table 

 

Figure 6. Graph of SVM method 

4. RESULTS 

We examined the prediction of disease for available input 
datasets using different machine learning models. We use 5 
Machine Learning algorithms out of which 3 gives us 100% 

accuracy and the other 2 is around 97%.  

Table 1: Result of algorithm accuracy 

S.No Algorithm Accuracy Score 

1 Logistic Regression 100% 

2 Decision Tree Classifier 97.60% 

3 Random Forest Classifier 97% 

4 K-Nearest Neighbour 100% 

5 Support Vector Classifier 100% 

 

5. CONCLUSION  

There is maximum accuracy in almost all the ML models, as 
some models were parameter dependent, so accuracy score 
may be variate. We could easily manage the medicine 
resources required for treating the disease once it has been 
predicted. With this model, we will be able to lower the costs 
of treating the disease and we will also be able to improve 
recovery times. On average, 98% accuracy is achieved in 
predictions. A successful integration of Disease Predictor 
was achieved using the system.  
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